num ber of identified peptides phosphorylated non-phosphorylated A Fe-IMAC Zr-HAMMOC Ti-HAMMOC Ammonia Phosphate Ammonia Phosphate Ammonia Phosphate Supplementary Figure 1. Enrichment of phosphopeptides from whole cell lysates of cultured Arabidopsis cells using HAMMOC or IMAC. The cell extract was digested with trypsin, and phosphopeptides were enriched using LA-modified Ti-HAMMOC, HPA-modified Zr-HAMMOC or Fe-IMAC. An aqueous ammonia buffer (0.5% ammonium hydroxide) or a phosphate buffer (1% Na 2 HPO 4 ) was used for elution. The enriched samples were analyzed by nanoLC-MS/MS with LTQ-Orbitrap followed by Mascot search against the Arabidopsis information resource (TAIR) database. (A) The numbers of phospho-and non-phosphopeptides identified by a single LC-MS/MS run. The averaged values of four replicate results were used. (B) Venn diagram showing the numbers of identified phosphopeptides obtained with the three different materials for enrichment. Each circle indicates the sum of the numbers of unique phosphopeptides obtained in eight LC-MS runs. (c) Venn diagram showing the numbers of identified phosphopeptides obtained with the two different elution conditions. Each circle indicates the sum of the numbers of unique phosphopeptides obtained in twelve LC-MS runs.

